Abstract
Introduction

23
Genome projects in recent years have revealed the fact that mammalian genome is transcribed 24 virtually in entirety, but only a fraction of it is translated 1 , thus generating a plethora of 25 noncoding RNAs (both long and short noncoding RNAs), the functions of a vast majority of which are yet to be determined. There has been a recent spurt in the studies of long noncoding regions are present (Fig.2c) .
105
Syntenic conservation of Hmrhl allowed us to further explore its sequence conservation 106 across species through evolution. Phylogenetic tree for Hmrhl was generated using Circular 107 phylogenetic tree built in iTOL (Interactive Tree of Life), as shown in Fig.2d . Among the 108 twenty-three-selected species, the Hmrhl sequence seems to have its closest similarity with
109
the conserved region present in the Gorilla followed by Chimp, although the single exonic
110
Hmrhl carries a definite region that appears to be highly conserved among primates. sites in the K562 cells but not so in the normal lymphoblast cell line, GM12878 (Fig.4a ).
136
Moreover, Hmrhl locus exhibits the binding of EP300, histone signatures H3K27Ac and
137
H3K4Me1 that mark the enhancers as well as the H3K4Me3 signal, which marks the 138 promoters, in K562 cells (Fig.4a) . Particularly, the H3K27Ac enhancer mark is in the form 139 of two distinct peaks at the 5' end of Hmrhl (Fig.4a) . We validated these enhancer marks at
140
Hmrhl locus using ChIP-Seq (Fig4 b-c DNA has enhancer properties.
177
Three clones each for the promoter and enhancer vectors were generated using sequences in Sigma and used for PCR, cloning, sequencing etc. (Table S1 ). Total RNA was isolated from Bioscience) was used to transfer the RNA on to the membrane through capillary transfer 376 methods overnight. Hybridization was carried out with DIG labeled probe at 60 ˚C overnight.
377
Next day detection was carried out and the membrane was developed according to the DIG
378
Northern Starter Kit instructions (Roche).
379
Chromatin immunoprecipitation (ChIP)
380
K562 cells (10 6 ) were fixed in 1% formaldehyde (sigma) for 10 min at RT followed by 
